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Conclusion: A paradigm-shift from C. albicans to non-albicans
Candida spp. was observed in our study which is crucial as the lat-
ter is associated with greater resistance to antifungal drugs. Biofilm
production was significantly higher in clinically relevant Candida
isolates and in non-albicans Candida spp. which can make such
infections difficult to treat.
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Background: Developments in diagnostic tools and therapeutic
options has contributed to invasive fungal infections and colonisa-
tion in large population of immunocompromised patients and/or
those hospitalised with serious underlying conditions. When all at
risk group are considered as a whole, it is seen that Candida spp. are
a leading cause of morbidity and mortality . The epidemiology of
non-albicans candida has been on the rise in last few years. There
are very limited data available on distibution and the antifungal
susceptibility of Candida spp. in this region.The aim of the study is
to speciate Candida isolates from various clinical specimens and to
study their susceptibility to antifungal agents.

Methods and materials: We evaluated samples from patients of
various age groups being treated for suspected candidiasis at differ-
ent departments of our tertiary care hospital in Central India over
the period of four months. Speciation of Candida isolates was done
by germ tube test, morphotyping using cornmeal agar & HICHROME
Candida agar and biotyping using a battery of sugar assimilation
tests with the help of Vitek2 Compact. The antifungal susceptibil-
ity testing was performed using disc diffusion method as well as by
AST YS01 Kits on Vitek 2 compact system.

Results: A total of 103 Candida species were isolated from the
different clinical specimens of suspected candida infection cases,
In this study, it was observed that candidiasis can occur at all ages
and in both sexes. 82 (79.6%) isolates were obtained from cases
admitted in different inpatient departments of which 51 (49.5%)
accounted for isolates from various ICUs mainly NICU. Most of
the isolates obtained were from urine samples (44.6%) follwed by
blood (34.9%). Non albicans Candida were isolated at a higher rate
(52.8%) than Candida albicans (47.5%). Among all species of Candida
commonest isolate was C. albicans (47.5%) followed by C. trop-
icalis (26.21%). Overall high suceptibility to voriconazole (100%),
Amphotericin B (99.03%),Caspofungin (96.11), Micafungin (97.08%)
flucytocine (91.2%) and fluconazole (89.3%) was observed.

Conclusion: The increasing incidence of candidal infections and
the emergence of antifungal resistance highlights need for updated
laboratory data to guide clinicians in selecting appropriate antifun-
gal therapy.
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Background: Aspergillus fumigatus causes life-threatening iin-
vasive aspergillosis, especially in immunocompromised hosts, and
resistance of this filamentous fungus to commonly used antifun-
gal agents has been on the rise. Allicin (diallyl-dithiosulfinate),
an allyl-sulfur compound from garlic has been proven to exhibit
antimicrobial properties. However, there have been few studies on
the antifungal mechanism of allicin against A. fumigatus. Based on
our previous studies on the antifungal mechanism of allicin against
Candida albicans, an opportunistic yeast pathogen, we hypothe-
size that allicin would similarly target cell-wall biosynthesis and
integrity in A. fumigatus. This study evaluated the expression of
cell-wall related genes in A. fumigatus ATCC 36607 upon treatment
with allicin.

Methods and materials: The minimum inhibitory concen-
tration (MIC) of allicin against A. fumigatus ATCC 36607was
determined according to the CLSI M38-A2 guidelines. A. fumigatus
was incubated in the presence of allicin at subinhibitory concen-
trations of 1/4X MIC, 1/2X MIC, and 1X MIC for 48 hours. The cells
were harvested post-incubation with allicin and RNA was extracted
and reverse-transcribed into cDNA for evaluation of expression of
selected genes via real time PCR.

Results: The minimum MIC of allicin against A. fumigatus was
found to be 3.2 �g/ml. Scanning electron micrographs exhibited
significant morphological alteration of A. fumigatus hyphae and
conidia after 48 h incubation at 1× MIC, 2× MIC and sub-MIC
concentrations of allicin 1/4× MIC and 1/2× MIC in comparison
with untreated (growth) control. Upon treatment at 1/4× MIC (0.8
�g/ml), hyphae were seen as wrinkled with patchy and rough sur-
face implying decrease in structural integrity. Further, at 1/2× MIC
(1.6 �g/ml), aberrant shape of hyphae with irregular constriction
was observed along the length of hypha. At 1X MIC, complete sup-
pression of hyphae growth was observed and only conidia were
visible. Real-time PCR findings revealed that significant down-
regulation of chsE, chsG, fksA, and gel2 genes were observed at
various MICs of allicin tested. On the contrary, rhoD showed an
upregulated expression.

Conclusion: This study suggests the ability of allicin to affect
the expression of cell wall-related genes of A. fumigatus.
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